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Figure S1. Geographic distribution of the 10 Spinal Units in Italy. The recruiting centers are 

equally located in Northern, Central and Southern Italy. The number of patients is also well 

distributed, with 31, 30 and 39 patients enrolled in the three Italian areas, respectively. The image 

was obtained from Google Maps and modified. See also Table 1. 



 

 

Figure S2. The gut microbiota dysbiosis in SCI patients is independent of age. Principal 

Coordinates Analysis based on Bray-Curtis distances between the genus-level microbial profiles of 

SCI patients. Dots are colored by subject age (see the color gradient on the right). 

  



 

Figure S3. The gut microbiota dysbiosis in SCI patients is independent of BMI. A, Principal 

Coordinates Analysis based on Bray-Curtis distances between the genus-level microbial profiles of 

SCI patients according to BMI (under, normal or overweight). No significant segregation was found 

(p>0.05, permutation test with pseudo-F ratios). B, Box plots showing the distribution of the relative 

abundance values of genera differently represented among categories (p≤0.05, Kruskal-Wallis test). 

  



 

Figure S4. The gut microbiota dysbiosis in SCI patients is independent of the type of nutrition. 

A, Principal Coordinates Analysis based on Bray-Curtis distances between the genus-level microbial 

profiles of SCI patients according to nutrition type (per os vs. artificial, i.e. enteral/parenteral). No 

significant segregation was found (p>0.05, permutation test with pseudo-F ratios). B, Box plots 

showing the distribution of the relative abundance values of genera differently represented between 

categories (p≤0.05, Wilcoxon rank sum test). 

  



 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S5. The gut microbiota dysbiosis in SCI patients is independent of Bristol Stool Form 

Scale. Principal Coordinates Analysis based on Bray-Curtis distances between the genus-level 

microbial profiles of SCI patients according to Bristol Stool Form Scale (BSFS 1 to 3 vs. 4-5 vs. 6-

7). No significant segregation was found (p>0.05, permutation test with pseudo-F ratios).  

  



 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S6. The gut microbiota dysbiosis in SCI patients is independent of gender. Principal 

Coordinates Analysis based on Bray-Curtis distances between the genus-level microbial profiles of 

SCI male vs. female patients. No significant segregation was found (p>0.05, permutation test with 

pseudo-F ratios).  

  



 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S7. The gut microbiota dysbiosis in SCI patients is independent of the etiology of the 

lesion. Principal Coordinates Analysis based on Bray-Curtis distances between the genus-level 

microbial profiles of SCI patients undergone a traumatic vs. non-traumatic event. No significant 

segregation was found (p>0.05, permutation test with pseudo-F ratios).  

  



 

Figure S8. The recruitment center has only a slight impact on the gut microbiota structure. A, 

Principal Coordinates Analysis based on Bray-Curtis distances between the genus-level microbial 

profiles of SCI patients. A significant separation by spinal unit was found (p=0.003, permutation test 

with pseudo-F ratios). The centers are identified with the name of the respective city (Costa M., Costa 

Masnaga; Pietra L., Pietra Ligure) except for the spinal units of Bari (Bari, Ospedale Policlinico; 

Cassano M., ICS Maugeri). See also Figure S1. B, Box plots showing the distribution of the relative 

abundance values of rehabilitation unit-discriminating genera. p≤0.05, Kruskal-Wallis test. 


